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Age and gender targeted HIV programming Frrpces s °4

Visualizing Multisectoral Prevention:
The DREAMS program theory of change
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Changing HIV epidemic dynamics Frrpces s °4

NUMBER OF NEW HIV INFECTIONS AND AIDS-RELATED DEATHS, EASTERN AND
SOUTHERN AFRICA, 2000-2020
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Shifting patterns in HIV incidence S
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Shifting patterns in HIV transmission?
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HIV surveillance framework: The Rakai

1. What are the recent trends in HIV
incidence in women?
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2. Are disparities between men and 051
women closing or widening? 06

Latituce

3. Which male populations drive
incidence in women, and vice

versa? oo

4. What are the best strategies to 10
close gaps and improve
population health?
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African HIV surveillance efforts

Clinical and programmatic data
 Antenatal care clinics
 Adult and child HIV care clinics

National surveys (e.g. Population based HIV Impact
Assessment Surveys [PHIASs])

Clinical trials

Key population programs/cohorts

Longitudinal population-based HIV cohorts (e.g., the
Rakai Community Cohort Study)




Utility of longitudinal population
surveillance cohorts

DETAILS AND DENOMINATORS!

* Fine scale information on who is acquiring and transmitting virus at
a population-level

* Longitudinal trends on key metrics

* Impact evaluation

* Nested studies with adequate control groups
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The Rakai Community Cohort Study (RCCS) ~ ‘Five=
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Cross sectional/longitudinal
studies of individuals

4

Cross/sectional longtidudinal studies of
cohabitating couples

4

Egocentric network data

Population trends
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Trends in HIV incidence in the RCCS, 2003 - 2018




Round 10 Round 12 Round 14 Round 16 Round 18
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Incidence rate relative to round 10

1.0

0.5 1

0.3 1

60-80% decline,
Except women

r aged 25-49
- 11| p— - U S
=", [ N
.'! 2 1., . ‘ja
l :‘_:;.. .IJ ] l
= . 3 e
!, ]
1 +
(-
N
Gender Age '%;
~®- Men ® 15-24
-& - Women ® 25-34 !
35-49
A S S

Female-male ratio of the incidence
rate relative to round 10

309720 2007s Ao
] . und 11 ® Round 12 & 15-24 u
b A 25-34
== 175 * Round 13 Round 14 = 35-4%
2o’ Round 15 * Round 16
o N =
EEE 1.504*® Round17 & Round 18 .-l-'"'#
2548 g
. QPO ] e
= QS 12514 —F
E%# = - .
E5 1001%a-"
=
o .= o
LL 1ID 1I2 1'4
2.0 A ' | ' T

=
o
1

e
o
1

Male-female ratio of the rate of individuals

with HIV who have unsuppressed virus

relative to round 10 —

Date (midpoint of survey interval)




PANGEA-HIV:
pan-African HIV
pathogen genomics
program integrated
with population
surveillance
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PANGEA-HIV:
pan-African HIV
pathogen genomics
program integrated
with population
surveillance

-0.4

—0.5

-0.8

Latitude
| 0.7

-0.8

-0.9

Trres Affican H'lghn?

™ LyantondeDistrict e £ Fr
.. .;fo_rm?b!?lgakai; Masaka .'/’__

Masaka Bistrict

{J%g_;?

\X{:ﬂq—aﬁi t‘ A
- &
Lk Fijanehokile

A Rakai District

Lake ¥ictarka

AR
Pg

)
) Mosska vad

[:I-Tmrlirg camrmunity
& Fish Landing site
,‘_.l'l.g'uri aaaaa ity

J

314 Langitude o

Participants Participants Participants
with HIV  with HIV reporting with HIV and with
no ART use virus ever
at first visit deep-sequenced |
(m) (n) (m) (%)
Total 5682 4341 2174 38 %
Female (Total) 3817 2836 1291 34 %
Age
15-24 1066 817 424 40 %
25-34 2074 1488 740 36 %%
35-49 1446 826 411 28 %%
Male (Total) 1865 1506 883 AT %%
Age
15-24 272 220 157 58 %
25-34 955 782 499 52 %%
35-49 984 670 436 44 %,
Round’
10 884 - 115 13 %
11 1002 884 176 18 %
12 1105 912 234 21 %
13 1160 900 368 32 %
14 1741 1392 820 AT %
15 1944 1331 1085 56 %
16 1875 868 892 48 %%
17 2015 646 933 46 %
18 1860 432 848 46 %

T Individuals with virus ever deep-sequenced were defined as HIV-positive individuals
with deep-sequence output meeting minimum quality criteria, see Methods. I Totals by
round include individuals seen in other rounds,



PANGEA-HIV:
Reconstructing source
recipient pairs from deep
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b Female infected partner Male infected partner

* Adolescent girls |
and young women N i
are infected by |
unusually older
male partners.

 As women age, age
difference between
woman and
infecting partner
decreases.
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Age: 15-24 Age: 25-34 Age: 35-49

* Men
o Women
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« Decoupling of prevalence and population-
level viral load (~ still infectious).
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« Faster declines in population-level viral load in women.

« Substantial suppression gap by 2018 in men vs women
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Conclusion Brnicen «

« HIV incidence has declined faster among men than women.

« Average age of infection is increasing among women; and avg. age of
transmission is increasing among men.

« While viral load suppression has increased in both genders, the viral
load suppression gap has increased between men and women.

* Men are accounting for an increasing proportion of transmissions.

« Having closed the viral load suppression gap between men in women,
would have reduced female HIV incidence by 50%.
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